7 A
TEL 0562-93-2304
(
( )
(
( )
( )
\ )
20 Proteus mirabilis
2 5 67 (100%)
2
1 2 1
12 28 (41.8%)
69 16 (23.9%)
67
15 16 17 18 19 67 71 75 69 1
72 %
28 41.8
16 23.9
11 16.4
1 Proteus mirabilis PHOENIX 7.5
2 Enterococcus casseliflavus ATB Expression,miniAPI 6.0
RAISUS 4.5
1 2 BHI 18 67 | 100.0
%
10 16| 23.9
CLSI(Clinical and Walk Away 40,4081 12| 17.9
Laboratory Standard Institute) Walk Away 96,9651 13| 19.4
KB MIC 4 2 3.0
Walk Away 40plus) 1 1.5
2, 60 4 6.0
2, 2XL 3 4.5
32,JR 2 3.0
2, 30 2 3.0
PHOENIX 5 7.5
ATB Expression,miniAPI 4 6.0
RAISUS 3 4.5
67 | 100.0
1
30
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2
%
Neg Combo 6.11J 16 | 23.9
Neg BPCombo 3J 41 6.0
Neg Combo 6.11C 2 3.0
Neg BPCombo 6.23J 2| 3.0
Neg ID 2 3.0
Neg Combo 6.11B 1 1.5
1 1.5
2GN 5 7.5
GNB 2 4 6.0
GNI+ 2 3.0
N MIC 1D-30 5 7.5
1D32E 5 7.5
1D32GN 1 1.5
3 4.5
3 4.5
3 4.5
1D EB-20 3 4.5
2| 3.0
E/NF 1 1.5
20 1 1.5
20 1 1.5
67 | 100.0
2
3
3
63 (94.0%)
43 64.2% 32
(47.8%) TSI 30 (44..8%)
30 (44.8%)
3
1PA PPA
2
4 14 (20.9%) B
Extended-spectrumf
-Lactamase (ESBLS)
50 (74.6%) 5
54 (80.6%) ESBLs
ESBLs
57 (85.1%) ESBLs

ESBLs 7
40 (59.7%)
6
CAZ 47
(70.1%) CPR 31 (58.5%) LVFX 47
(71.2%)
Ceftazidime:CAZ
7
‘ R” 9 (Gow) “ s”
9 (50%) 8
MIC 9
“ R 28 (59.6%)
“ g 19 (40.4%)
10 MIC
Cefpirome:CPR
11
“ R” 18 (78.3%0) “ I”
3 (13%) “« §”
2 (8.7%) 12
MIC 13
“ R 25 (83.3%)
. 2 (6.7%) “ S"
2 (6.7%) 14
MIC
Levofloxacin:LVFX
15
“ R” 5 (25.0%) “ 1"
1 (G.o%) ¢ S
14 (70.0%) 16
MIC 17
. 2 (4.3%)
“ 8 45 (95.7%)
18 MIC
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1. / 3./ 4. / 5. / %
TSI 1 25 3 1 30 31 6
(%) ® (83) (10) ® 44.8
%
63 63 1 3
() (100) 94.0
2 41 43 9 5
) ) (95) 64.2
VP 11 5 1 17 43 7
) (65) (29) (6) 25.4
IPA PPA 21 21 40 6
) (100) ) 31.3
32 32 29 6
) (100) ) 47.8
30 30 32 5
) ) (100) 448
26 26 35 6
) (100) ) 38.8
13 4 17 43 7
) (76) 24) 25.4
19 19 41 7
) ) (100) 28.4
13 13 47 7
) (100) ) 19.4
1 7 8 52 7
) (13) (88) 11.9
4
B 11
B 2
B 1
B - ESBLs 28
B - 6
B - E-test 2
CPDX  CVA/CPDX ESBLs 1
B ESBLconfrimation 1
ESBL 10
Twin-test 0 2
2- 2-MPA 1
-B - 1
66
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47
7
ESBLs 33
ESBLs 24
11
4
ESBLs
B - 1
40
2
13
5
1
2
195
6
CAZ CPR LVFX
47 70.1 31| 58.5 47 | 71.2
BD 2 3.0 4 7.5 3 4.5
KB 12 17.9 14| 26.4 13| 19.7
SN SN -K 3 4.5 3 5.7 3 4.5
3 4.5 1 1.9
67 | 100.0 53 | 100.0 66 | 100.0
7 (mm) CAZ
0 21 25 26 28 29 30 31 32 33 34
R 1 1 2 2 2 1 9
|
S 2 2 1 2 1 1 9
1 1 2 2 2 1 2 3 2 1 1 18
8 (mm) CAZ
0 21 25 26 28 30 31 33 34
BD 1 2
KB 1 1
1 1
S 1 1 1 2 1 1 9
1 1
SN SN-K -N 1 3
1 1
1 1 2 2 2 3 1 1 18
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9 MIC  (u g/ml) CAZ

0.5 1 1 2 4 8 8 8
R 2 2 17 1 4 2 28
1 0
S 1 2 7 2 1 4 1 1 19
3 4 24 3 5 6 1 1 47
10 MIC (u g/ml) CAZ
0.5 1 1 2 8 8
N MIC ID-30 5 5
AST-N025 2 2 2
AST-N034 2 3
Neg Combo 6.11B 1
Neg Combo 6.11C 2 2
Neg Combo 6.11J 4 11 1 16
Neg BPCombo 3J 4
Neg BPCombo 6.23J 3
Neg MIC 6.32J 1 1
DPD1 1 1
2 3 5
1 1 1 3
1 1
3 4 24 3 5 1 47
11 (mm) CPR
0 6 11 13 14 16 17 18 19 20
R 4 1 1 1 3 1 1 2 3 1|18
I 2 1
S 1 1 2
4 1 1 1 3 3 3 2 4 123
12 (mm) CPR
0 6 11 13 14 16 17 18 19 20
BD 1 1 1 3
BD 1 1
KB 1 1
1 1 2
S 1 3 1 4 1 10
2 2
SN SN-K 1 1
-N 2 2
1
4 1 1 1 3 3 3 2 4 1 23
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13 MIC (u g/ml) CPR
4 8 8 16 16 16 32 32
1
R 1 1 21 1 1 25
1 2 2
S 1 1 2
1 1 1 3 1 21 1 1 30
14 MIC (u g/ml) CPR
8 8 16 16 16 32 32
N MIC ID-31 1 1
Neg Combo 6.11J 1 2 14 17
Neg BPCombo 3J 1 1 2 4
Neg Combo 6.11B 3 3
Neg MIC 6.32J 1 1
1 1 1 3
1
1 1 3 1 21 1 1 30
15 (mm) LVFX
0 10 12 16 18 19 20 21 23 24
R 1 1 3 5
1 1
S 1 2 3 2 1 1 14
1 1 3 1 2 3 3 1 1 20
16 (mm) LVFX
0 10 12 16 18 19 20 21 23 24
BD 1 1 1 3
KB 1 1
1 1
S 1 1 2 2 1 2 1 10
1 1
1
SN SN-K -N 1 1 1 3
1 1 3 1 4 2 3 3 1 1 20
17 MIC  (u g/ml)  LVFX
1 1 1 2 2 2 |4
R 0
| 2
S 1 5 7 5 12 15 45
1 5 7 5 12 15 | 2 47
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18 MIC (u g/ml) LVFX
1 1 1 2 2 2 4
N MIC 1D-30 2 3 5
AST-N025 2 2 2
AST-N034 2 3
Neg Combo 6.11B 1 1
Neg Combo 6.11C 2 2
Neg Combo 6.11J 1 4 1 4 16
Neg BPCombo 3J 2 4
Neg BPCombo 6.23J 3 3
Neg MIC 6.32J 1 1
DPD1 1 1
1 3 1 5
1 3
1 1
1 5 7 5 13 14 2 47
2 26 (38.8%)
43 20
(29.9%) 5
1
69 19
Enterococcus casseliflavus
51 76.1% Enterococcus 20
casseliflavus/gallinarum 6 (9.0%) "
Enterococcus sp. 6 (9.0%) 2 8.3
Enterococcus gallinarum 20 29.9
- 2 (3.0%) . (3-0%)Enterococcus 10 14.9
PHOENIX 5 .5
RAISUS 3 .5
ATB Expression,miniAPI 3 .5
Enterococcus sp.
VRE 67 100.0
MIC !
20 29.9
Walk Away 40,40SI 12 17.9
19 Walk Away 96,96SI 11| 16.4
% 4 2 3.0
Enterococcus casseliflavus 51| 76.1 Walk Away 40plus) 1 1.5
Enterococcus casseliflavus/gallinarum 6 .0 2, 60 4 6.0
Enterococcus sp. 6 .0 2, XL 3 4.5
Enterococcus gallinarum 2 3.0 32,JR 2 3.0
Enterococcus faecium 2 1.4 2, 30 1 1.5
67 | 100.0 PHOENIX 5 7.5
RAISUS 3 4.5
ATB Expression,miniAPI 3 4.5
67 100.0
20 21
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21

S
S
o 3| g
g -
S g N B hS
3 8 ] « q
G| G| @& |
GP 2 1 1 4
1D32 7 7
20 1 1
1 1
2 2
Rap ID STR 1 1 2
3 1 4
1 2
Pos Combo 6.1B 1 3 4
Pos Combo 6.1J 14 14
Pos BPCombo 6.2J 3 3
Pos BPCombo 41J 2 2
Pos 1D2 1 1
Neg Combo 6.11J 1 1
1 1
RAISUS 1 2 3
GPI 2 2
2 GP 4 1 5
GPC 2 2 1 3
PHOENIX P MIC 1D-35 3 2 5
6 2 2 51 6 67
22
(%)
65 65 1
(100) () 97.0
0 44 44 20
) () (100) 65.7
11 15 28 31
) 39 (54) 41.8
40 1 41 21
) (98) @ 61.2
24 2 26 35
) 92) (©)) 38.8
10 10 50
%) (100) () 14.9
5 6 54
() (83) ) 9.0
6.5%NaCl 4 4 57
) (100) () 6.0

124




faecium

22 2
65 Enterococcus faecium
(97.0%) 44 65.7% 2
41 (61.2%) 26 38.8%
28 41.8%
23
( 44.4%) Enterococcus spp. CLSI
Enterococcus gallinarum B - B -
1 5
Enterococcus faecium 24
48
Enterococcus VRE vanC
23
20
P : 19
P > 19
VCM 6p g/ml 2 2
VCM 6p g/ml 3 38
1
11
24
31
17
3
1
2
VRE VanC 20
VRE 15
VRE VanC 3
VRE VanA 1
VRE VanB 1
20
19
4
3
11
5
5 4
2
4 1
1
15
3
1
1
184
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25

VCM TEIC
1. 47 | 712 47 72.3
2_E-test 3 45 1 15
4. BD 2 30 2 31
5. KB 11| 167 12 185
6. SN SN -K 3 45 3 4.6
66 | 100.0 65 | 100.0
26 mm VCM
10 15 16 17 18 19 20 21 23
R 1 1
I 2 3 5
S 1 3 1 5 1 1 12
1 2 3 1 3 1 5 1 1 18
27 mm VCM
10|15 16 |17 18 19 20 21 23
BD 1 1 2
KB 1 1
S 1 1 2 1 1 2 1 9
1 1
SN SN-K -N 1 1 1 3
-N 0
1 2 3 1 3 0 4 1 1 16
28 MIC (u g/ml) VCM
2 4 4 4 4 8 32
R 5 1 1 8
I 4 1
S 2 1 7 20 1 29
2 1 7 29 2 1 1 48
29 MIC (u g/ml) VCM
4 4 4 41 8 8 32
P MIC 1ID-35 3 1 5
AST-P546 2 1 1 2
AST-P568 2 1 1 2
2 1
PoS Combo 6.1B 1 3 4
PoS Combo 6.1J 2 11 14
PoS BPCombo 41J 2 2
PoS BPCombo 6.2J 1
PoS MIC 6.3J 2 2
Neg Combo 6.11J 1
1
1 4 6
1 3
1 1
7 29 0 3 1 1 45
E-test 1 2 3
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30 mm TEIC
12 15 16 17 18 19 20 23
R 0
| 1
S 1 1 2 5 1 18
1 1 1 2 5 1 19
31 mm TEIC
12 15 16 17 18 19 20 23
BD 1 1 2
KB 1 1
S 1 1 2 2 2 1 1 10
1 1
SN SN-K 1
-N 1 2
1 1 1 2 3 4 4 1 17
32 MIC  (u g/ml) TEIC
05 1 1 2 2 4 4 8 8 32
R 1 1
| 0
S 6 8 1 5 12 1 4 4 1 46
6 8 1 5 12 1 1 1 47
33 MIC  (u g/ml) TEIC
0.5 1 1 2 4 8 8 32
P MIC 1D-35 4 1 5
AST-P546 2 2 2
AST-P568 2 2 2
2 1 1
PoS Combo 6.1B 3 4
PoS Combo 6.1J 3 11 14
PoS BPCombo 41J 3
PoS BPCombo 6.2J 1
PoS MIC 6.3 1 1 2
Neg Combo 6.11J 1 1
Neg MIC 6.32] 1
1
1 2 1 1 6
1S-60/Lucy2-S3 0
1 3
1 1
6 8 1 5 12 4 1 47
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(71.2%) TEIC 47

Vancomycin:VCM

13 R”
5
12 (66.7%)

“ Ru
1 I ”

25

VCM 47

(72.3%)

26
1 (5.6%) “ I

(27.8%) “ S

MIC

8

29 (60.4%)

MIC
Teicoplanin:TEIC

18
i Rn
“ Sn
33
36
1-1
25

27

28
8  (16.7%)
(16.7%) “ S
29

30
1 (5.3 “ S

(94.7%) 31

MIC

46

1-2)

Campylobacter fetus.

(100%)

40

32
1 (2.1%)
(97.9%)
MIC

42
TSI

69

x 1000

2-2
2-3

Acanthamoeba sp.

(98.5%)

Toxoplasma gondi i

2-1
x 400
2-4 7

67

Proteus mirabilis

Proteus mirabilis

B -lactamase

* S"
ESBLs

CPR

LVFX
A Cr
CLSI
18

MIC

Proteus mirabilis

CTX-M-2

ESBLs

2005

Proteus mirabilis
ESBLs
MIC

Clinical and
Laboratory Standards Institute(CLSI) M100-S15

ESBLs

ESBLs

“ Rn

A ESBLs

ESBLs
ESBLs

ESBLs

ESBLs

7 ESBLs

CAZ “ Ru

35+ 2

1 Sn

16

1 Rn
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Enterococcus casseliflavus

Enterococcus gallinarum

59% 79%
VCM MIC 4p g/ml
CLSI
1 S'I'I A
13 I ” B 13 R'I'l C
MIC  4p g/ml “1 R
C CLSI 32u g/ml * R”
8-16u g/ml “ I”
13 R"
CLSI
VCM
VCM MIC 2-16
M og/ml
vanA vanB
van
VRE
MIC
4u g/ml 1
TEIC “ s
A 13 I ” B
13 RH
C
12

100%
2  Acanthamoeba sp.

Clinical and Laboratory Standards Institute

Performance standards  for  antimicrobial
Susceptibility Testing;18™ Informational
supplement,CLSI document M100-S18

18 19

10 19
cbC

http://ww.cdc.gov/ncidod/dhgp/ar_lab_vre_html

129



130



